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Magnocellular and Parvocellular Visual Pathways
Have Different Blood Oxygen Level–Dependent
Signal Time Courses in Human Primary
Visual Cortex
PURPOSE: The magnocellular and parvocellular pathways (M and P pathways) are the major pathways

of the visual system, with distinct histologic and physiologic properties that may also have different
metabolic characteristics. We hypothesize that the differences of the 2 visual pathways would also
manifest as differences in the signal time course of blood oxygen level– dependent functional MR
imaging (BOLD fMRI). The differences in BOLD signal time course may provide insight into the
metabolic requirements of the 2 pathways.
METHODS: Eleven fMRI sessions on 6 subjects were performed using stimuli that preferentially
activated the 2 pathways. Regions commonly activated by both the M and P stimuli in the primary
visual cortex (V1) were determined, and the contrast elicited by the stimulus, time-to-peak (TTP), and
the full width at half maximum (FWHM) of the BOLD signal time course were measured.
RESULTS: The functional stimuli activated cortical regions described previously in the literature, such
as V1, V4, and V5. Within V1, the TTP of the signal time course of the 2 stimuli were statistically
different, with the P stimulus generating TTPs that were on average 12% faster than the M stimulus
(P ⫽ .0037).
CONCLUSION: We have demonstrated the ability to functionally differentiate the M and P stimuli in a

commonly activated anatomic region. Because the BOLD response is dependent on the ratio of
oxyhemoglobin and deoxyhemoglobin in the blood, the difference in the BOLD time course between
the 2 stimuli suggests that the oxygen demand of the 2 pathways may be different.

T

he magnocellular and parvocellular pathways (M and P
pathways) are the major pathways of the visual system,
accounting for most of the axons that leave the retina and the
perceived vision, as demonstrated by loss of vision when the
pathways are destroyed.1,2 Histologic examination reveals that
the M and P pathways are distinct. The M ganglion cells in the
retina, so called because of their larger cell body,3 project to
layers one and 2 in the lateral geniculate nucleus (LGN). The P
cells in the retina project to layers 3 through 6 in the LGN. The
projections of the M and P cells appear to be distinct in the
LGN4,5 and remain so from the LGN to the primary visual
cortex (V1), with the M pathway terminating primarily in
layer 4C␣ of V1 and the P pathway terminating primarily in
layers 4A and 4C␤ of V1.6
Cytochrome oxidase (CO) staining shows reactive and
nonreactive neurons throughout the layers in LGN, with
darkly reactive neurons appearing more frequently in layers 1,
2, and 6.7 Layer 4C of V1 is darkly stained by CO.8 Area V2 of
the visual cortex contains CO thick and thin stripes as well as
nonstaining interstrips.9 The M pathway thus courses through
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the CO-rich layers of the LGN, V1, and the thick stripes of V2,
whereas the P pathway contains non–CO-rich layers as well as
a CO-rich layer of the LGN and the CO-rich layer in V1. The P
pathway is further differentiated with a P-B stream, which
courses through the CO-rich blobs in V1 and the thin stripes
of V2, and a P-I stream, which courses through the non–COrich interblobs of V1 and the interstripes of V2.10-14
Physiologically, the M and P pathways are also distinct. The
M pathway is considered insensitive to color when the luminance is balanced, has higher contrast sensitivity, is responsive
to lower spatial frequencies and higher temporal frequencies,
and has transient responses. The P pathway is color sensitive,
has lower contrast sensitivity, is responsive to higher spatial
frequencies and lower temporal frequencies, and sustained responses.15-18 The P pathway can be further discriminated into
the P-B and PI streams, with the P-B stream involved primarily with color discrimination and the P-I stream involved primarily with orientation selectivity. The functional segregation
of the P-B and the P-I streams, however, is not complete.19
Another difference between the 2 pathways is that the M pathway has faster impulse conduction.17,20,21 Because of the different physiologic responses of the M and P pathways, a common strategy to preferentially activate the pathways is to use a
stimulus that is color-neutral, low in contrast, large in grid
size, and reverses contrast at a fast rate for the M pathway.
Conversely, the P pathway responds preferentially to stimuli
that are different in color, high in contrast, small in grid size,
and reverses contrast at a slow rate.
The histologic and physiologic differences of the M and P
pathways make them attractive as model systems to study
bioenergetic differences in brain pathways. As noted above,

Methods
Eleven fMRI sessions on 6 subjects were performed on a Siemens Trio
3T scanner (Siemens, Munich, Germany). All subjects gave informed
consent. Gradient-echo echo-planar imaging was used with the following parameters: repetition time [TR] ⫽ 2000 ms; echo time [TE]
⫽ 30 ms, field of view [FOV] ⫽ 240 mm, matrix size 64 ⫻ 64, 5-mm
section thickness, no intersection gap, 19 sections.
The subjects viewed a visual stimulus paradigm consisting of a
stimulus that preferentially activated the M pathway and a stimulus
that preferentially activated the P pathway. The stimulus that preferentially activated the M pathway was a black and white reversing
checkerboard with 18% contrast (centered on neutral gray, which is
also the background for the rest condition), 2° check size, and reversing rate of 19 Hz. The stimulus that preferentially activated the P
pathway was an isoluminant red and green reversing checkerboard
with 50% contrast, 0.5° check size, and reversing rate of 2 Hz. The 2
stimuli were designed such that each was more sensitive to the intended pathway, similar to the stimuli used by Kleinschmidt et al,29
and of similar power to produce similar BOLD contrast. The 2 stimuli
were presented in a pseudorandom manner, with 20 presentations
per session. The stimuli were displayed for the duration of the TR, and
185 measurements were acquired per session. The first 5 measurements were discarded from the functional analysis to ensure that
magnetization had reached equilibrium.
Analysis of functional activation was performed with SPM2 software (Wellcome Department of Cognitive Neurology, London, UK).
The datasets underwent section timing correction, motion correction, and smoothing with a Gaussian kernel with full width at half
maximum (FWHM) of 7.5 ⫻ 7.5 ⫻ 10 mm. The datasets were also
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the CO-staining patterns of the 2 pathways are different, suggesting that the 2 pathways may have different energetic requirements. The fact that the 2 pathways respond to different
stimuli allows for the preferential activation of the individual
pathways. Therefore, it may be possible to show metabolic
differences in the pathways with the use of particular stimuli.
Functional MR imaging (fMRI) using the blood oxygenation level–dependent (BOLD) contrast mechanism has
been used to study many aspects of cognitive function as
well as sensory response of the brain. Although the technique has been used primarily to detect regions of activation in the brain, the cortical response to the stimulus has
also been studied.22-28
Analysis of the amplitude and time course of the BOLD
signal has the potential to elucidate the energetic response of
the brain to a particular stimulus. Because the BOLD signal is
dependent on the oxyhemoglobin/deoxyhemoglobin ratio
([Hbo]/[Hb]) as well as blood flow, the characteristics of the
time course, such as time to peak, contrast, and the width of
the response, may be a reflection of the energy demands that a
particular stimulus imposes on the brain. The M and P system
of the visual cortex are ideal for such a study because of the
difference in their physical and functional characteristics. In
this study, we hypothesize that the BOLD signal time courses
of the responses to brief stimuli that preferentially activate the
M and P pathways have different temporal evolutions. This
would demonstrate that the functional differences of the 2
pathways can also manifest as a difference in the time course of
the signals.

FUNCTIONAL

Fig 1. Time course analysis of the response in V1 to the M and P stimuli for a single subject. The average signal time course within V1 for the entire study is seen in the top graph, with
the light boxes representing M stimulus onsets and the dark boxes representing P stimulus onsets. The average deconvolved HRFs of the M and P responses are depicted in the middle
and bottom graphs, respectively. In this particular case, the P/M contrast ratio is 1.0, the TTP ratio is 0.84, and the FWHM ratio is 0.76.

Fig 2. Single subject activation maps to the M (red) and P (green) stimuli. The images are in radiologic convention (ie, left is right). The functional map is overlaid on a high resolution
anatomic image. The regions showing overlapping M and P activity are yellow. Note that both stimuli generate robust activation of V1. The sections in the top picture depict active regions
in the brain, and the bottom 2 sections show representative regions of activation. For the M stimulus response, V5 is activated. For the P stimulus, V4 is activated.

spatially normalized to MNI space and smoothed for group analysis
of the response to the stimuli. The normalized datasets were interpolated to 2 ⫻ 2 ⫻ 2 mm and smoothed with a Gaussian kernel with
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FWHM of 4 ⫻ 4 ⫻ 4 mm. For the random effects (group) analysis, a
threshold uncorrected for multiple comparison of P ⫽ .001 with an
extent threshold of voxels set such that P ⬍ .05, corrected for multiple

comparisons, was used. The resulting activated regions were then
analyzed with the use of Talairach Daemon30 to determine the associated Brodmann areas.
The detection of functionally active regions for the time course
analysis was performed using an unbiased basis function. Because the
goal of this study was to analyze differences in the hemodynamic
response function (HRF) of the stimuli, an unbiased design matrix
consisting of 8 finite impulse response functions was used for each
stimulus31; the first finite impulse response function had the stimulus
onset timings, the second basis function was offset by ⫹1 TR from the
first basis function, and the third basis function was offset by ⫹2 TRs,
and so forth. This ensured that the duration of the HRF (16 seconds)
was sampled in an unbiased fashion. The design matrix was then used
to determine regions of activation during the M stimulus presentation and regions of activation during the P stimulus presentation. For
the group analysis, the SPM2-biased HRF was used to calculate regions of activation during stimulus presentation.
The region responding to both functional stimuli within V1 was
used as a region of interest (ROI) for the time course analysis. Using
custom software in the IDL programming language (RSI, Boulder,
Colo), the M and P activation maps, thresholded at f scores equivalent
to P ⬍ .05, corrected for multiple comparisons, were obtained. Anatomic regions that were activated by both stimuli were located by
subtracting the activated regions and used in the time course analysis.
A ROI of V1, manually determined around the calcarine fissure, was
further imposed on the voxels commonly activated by both the M and
P stimuli. Thus, the time course analyses for the 2 stimuli were limited
to the primary visual cortex, ensuring that the differences in HRF
were not due to HRF differences caused by anatomy. The HRF of the
stimulus was then calculated by deconvolving the signal time course
and thus allowing the HRFs to each stimulus presentation to be averaged together to generate a “folded average” HRF for that stimulus.
The percentage contrast of the response (percentage change of the
maximum BOLD signal from the baseline), the time to peak (TTP) of
the HRF, and the FWHM of the HRF were calculated from the spline
fit, a method of generating a continuous function from discrete data
points using piecewise polynomials,32 of the folded average of the
signal time course for each subject and each stimulus (Fig 1). The
values of the P stimulus were then normalized to the values of the M
stimulus to adjust for individual differences in the magnitude of responses to the stimuli. Therefore, a statistically significant difference
between the 2 stimuli would be one in which the ratio was statistically
different from 1. Two-tailed, 1-sample t tests were performed on the
percentage contrast of the response, TTP, and FWHM for P stimulus
compared with that of the M stimulus using InStat 3.06 (GraphPad
Software, San Diego, Calif). Regression analysis of TTP versus percentage signal change, FWHM versus percentage signal change, and
FWHM versus TTP were also performed, with the metrics of both
conditions treated as 1 condition to assess the relationship of the
metrics to each other.

Results
All subjects showed significant activation to the M and P stimuli. Individual statistical parametric maps (SPMs) for the M
and P stimuli revealed activations typical for the particular
stimulus. The M stimulus activated V5 bilaterally, whereas the
P stimulus did not strongly activate V5. For the P stimulus, V4
was more strongly activated compared with the M stimulus
(Fig 2). In general, the regions activated by the M stimulus
were located superiorly compared with regions activated by

Fig 3. Group analysis of the 6 subjects. The images are in neurologic convention (ie, left
is left). The SPMs for the response to the M and P stimulus compared with the rest
condition as well as the SPMs of regions responding greater for one condition than the
other (M⬎P and P⬎M) are shown. The maps are created with a threshold uncorrected for
multiple comparison of P ⫽ .001 with an extent threshold of P ⬍ .05, corrected for multiple
comparisons.

the P stimulus, following the dorsal stream of the visual pathway, as described in the literature. Group analysis of the SPMs
from the 6 subjects also showed regions known to be activated
by the M and P stimuli, though the group response was not as
robust as the individual data (Fig 3). Coordinates of the most
statistically significant voxels in the activation clusters are
listed in Table 1.
For the time course analysis of the BOLD signal, a summary
of the comparison of percentage contrast elicited, TTP, and
FWHM for the M and P stimuli are shown in Table 2. Both
stimuli elicited similar neural responses, as demonstrated by
the lack of statistical difference in the percentage signal change
of the BOLD signal in response to the 2 stimuli (mean P/M
ratio ⫽ 0.89, SD ⫽ 0.23, P ⫽ .16). The HRF of the P stimulus
had a statistically significant difference in its TTP response
compared with that of the M stimulus, on average being 12%
faster than the M stimulus (mean P/M ratio ⫽ 0.88, SD ⫽ 0.11,
P ⫽ .0037). The FWHM of the response to the P stimulus was
not statistically different from the response to the M stimulus
(mean P/M ratio ⫽ 0.95, SD ⫽ 0.18, P ⫽ .36).
The TTP for the 2 stimuli were not correlated with the
magnitude of the BOLD response to the 2 stimuli, as seen by
the regression analysis of TTP versus percentage signal
change, with r2 ⫽ 0.06408 and a slope that was not significantly different from zero (slope ⫽ 0.453, P ⫽ .2557) (Fig
4A). The FWHM of the HRF was positively correlated with
the percentage signal change, with r2 ⫽ 0.3114 and a slope
that was significantly different from zero (slope ⫽ 1.977,
P ⫽ .0070) (Fig 4B). The FWHM of the HRF was also positively correlated with the TTP, with r2 ⫽ 0.2115 and a slope
that was significantly different from zero (slope ⫽ 0.9105,
P ⫽ .0313) (Fig 4C).
AJNR Am J Neuroradiol 27:1628 –34 兩 Sep 2006 兩 www.ajnr.org

1631

Table 1: Coordinates of significantly activated clusters of the group
analysis of individual subjects
Talariach Coordinates
Stimulus
M

x
⫺24
⫺2
30
30
⫺34
⫺26
⫺36
⫺14
⫺40
16
30
18
28
⫺24
⫺34
⫺20
⫺34
10
⫺22
⫺30
⫺22
42
50
22
32
⫺26
⫺14
⫺14
20

P

M⬎P
P⬎M

y
⫺78
⫺89
⫺63
⫺78
⫺85
⫺87
⫺82
⫺80
⫺68
⫺86
⫺91
⫺90
⫺85
⫺76
⫺78
⫺88
⫺61
⫺78
⫺93
⫺91
⫺68
⫺71
⫺61
23
28
⫺92
⫺90
⫺97
⫺94

z
⫺11
6
⫺9
⫺10
6
8
⫺1
⫺8
⫺3
23
3
⫺4
13
⫺11
⫺10
⫺7
⫺15
⫺6
8
8
⫺5
13
⫺10
⫺8
⫺15
⫺7
⫺4
0
⫺5

Cluster
Size
59
332

Brodmann
Area
19
18
19
19
19
19
18
18
19
18
18
17
19
19
19
18
37
18
18
19
19
39
37
47
47
18
17

39

26
20
14
301

363

10
23
20
12
13
11
23
46

9

17

Note:—M indicates magnocellular pathways; P, parvocellular pathways.

Table 2: Summary of hemodynamic response function metrics of the
M and P responses within VI

% Contrast
TTP
FWHM

Mean P/M
Ratio
0.89
0.88
0.95

SD
0.23
0.11
0.18

P
Value
.16
.0037
.36

95% Confidence
Interval
0.74–1.05
0.81–0.95
0.82–1.07

Note:—V1 indicates primary visual cortex; TTP, time to peak; FWHM, full width at half
maximum.

Discussion
The anatomic and physiologic differences between the M and
P pathways offer an opportunity to determine whether BOLD
fMRI can detect these differences based solely on signal time
course. Our experiments demonstrated that our M and P
stimuli, similar to those used by others before to preferentially
activate the M and P pathways,29 activate brain regions typically associated with these stimuli.33,34 It is interesting to note
that the SPMs of the group analysis for the M and P stimuli, in
regions known to be affected by the 2 stimuli, did not show as
robust an activation as the individual datasets, demonstrating
the anatomic variability of regions activated by the M and P
stimuli. It is possible that additional data from more subjects
might generate more robust group activation maps.
It has been shown that the time course of the signal is dependent on the ROI used.35 By examining the voxels that were
activated in both stimulus conditions and examining activated
voxels within an anatomic region, we eliminated the confound
1632
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of time course differences due to spatial differences in vascular
architecture. Our selection of stimulus contrast levels produced no statistically significant differences in the percentage
signal change in response to the stimuli, minimizing the confound that the time course differences seen between the 2
stimuli were due to contrast levels.36
Furthermore, regression analysis of TTP versus percentage
contrast, with responses from both stimuli pooled together in
a single dataset, showed no statistically significant correlation
between the 2 metrics. This again suggests that the TTP differences seen from the M and P stimuli are indeed different biologically and are not due simply to a difference in the magnitude of the response to the stimuli. It is not surprising that the
FWHM of the HRF, on the other hand, is correlated to percentage contrast, as a greater response to a stimulus resulted in
a larger FWHM. The positive correlation of TTP and FWHM
is similar to previous findings regarding these 2 parameters of
the HRF in response to respiratory CO2 changes.37
In the past, cognitive subtraction has been used to discern
the neural activity to different stimuli. For the M and P pathway, cognitive subtraction was used to characterize locations
in the brain that differentially respond to 1 of the stimuli. By
examining the time course of the neural response to the stimulus, we demonstrate that it is possible to differentiate the 2
stimuli even in regions responding to both stimuli. Not only is
it possible to differentiate the 2 stimuli based on the difference
in their BOLD time course, the time course itself may also
provide information regarding the physiology of the 2 responses. Because the BOLD time course is dependent on
[Hbo]/[Hb] as well as the physiologic response of increased
blood flow to increase [Hbo]/[Hb], we postulate that the differences in time course between the response to the 2 stimuli
also reflect a difference in aerobic metabolism between the 2
stimuli. The fact that the P stimulus had a BOLD time course
with faster TTP suggests that the P stimulus produced less
[Hb]; thus, the maximum [Hbo]/[Hb] was reached at a faster
rate than the time course in response to the M stimulus. The M
stimulus thus seems to have a greater aerobic requirement
than the P stimulus, consistent with its CO-rich anatomic substrate. Its aerobic requirement generates more [Hb] in response to the stimulus, thus requiring a greater amount of
time for the compensatory increase in blood flow to achieve
the maximum [Hbo]/[Hb].
The M pathway has been described to have smaller singleunit response latency to visual stimuli compared with the P
pathway.38 It is interesting that our results demonstrate that
the P pathway, despite being activated at a slower rate, has a
faster TTP compared with the M pathway. The difference between the neuronal recordings and the BOLD signal time
course further illustrates the fact that the BOLD response is a
proxy of the neuronal response and is not necessarily a linear
representation of it, a fact that has been demonstrated in the
literature.
Because BOLD fMRI is a qualitative measure of neural activity, it is not possible from this experiment to quantitatively
describe the metabolic requirements of the 2 visual pathways.
Other imaging techniques, such as PET and near-infrared
spectroscopy, may further elucidate the metabolic requirements of the 2 stimuli. An imaging sequence that has higher
temporal resolution may allow for better characterization of

Fig 4. Regression analysis of the HRF metrics, with the M and P responses pooled together for the analysis. TTP versus percentage signal change (A) shows no statistically significant
correlation, with r 2 ⫽ 0.06408 and a slope that is not significantly different from 0 (slope ⫽ 0.453, P ⫽ .2557). The FWHM of the HRF is positively correlated with the percentage signal
change (B), with r 2 ⫽ 0.3114 and a slope that is significantly different from 0 (slope ⫽ 1.977, P ⫽ .0070). The FWHM of the HRF is also positively correlated with the TTP (C), with r 2 ⫽
0.2115 and a slope that is significantly different from zero (slope ⫽ 0.9105, P ⫽ .0313).
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the signal time course and may therefore detect differences in
the signal time courses that were not possible with our experimental methods.
Conclusion
It is possible to distinguish the brain responses to 2 distinct
stimuli in a commonly activated region by analyzing the HRF
to each stimulus. The M and P stimuli have different HRFs, as
demonstrated by the difference in TTP. This difference in HRF
may be a reflection of the histologic differences in the 2 pathways and suggests that the metabolic requirements of the 2
pathways may be different. The BOLD signal time course
could be a qualitative assay of metabolic function.
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